HRThRIETRH A

HRFERIREERES (2ANEKE)
mERERERRRE (2AD %)

<HE> MRJERFFEERES (2AN%KE)

2024/03/19FR  HFRHBREREE> 5 —

270 0 O Ne3050
202403000

2024F2 A DMERBSYIE(STD)ERN S DIREER (S, RIS D 7RGMESOMF. EBRNIARIADT AV ARBZEL8MF. RET>2O—-V120F. MERIYE
1940 TY . MBISIZTVRBIMEDBENREE . IS5 IV EMEIFBEI0FBTREDIRANHENTNET,

(20245 2AZ2DEEIIRE)
MEERS12 /HEERE:12 - HE#X: 1 #X: 1 hREX: 1 BRERX: 1 tX: 2 RARX: 1 AEBRK: 1 #KEX: 2 @AX: 2
STDESER BEFRE
bt L33 V] 1~4 5~9 10~14 15~19 20~24 25~29 30~34 35~39 40~44 45~49 50~54 55~59 60~64 65~69
E:] 0 0 0 0 1 6 10 7 3 1 1 0 1 1 0
12805 =S T RME
7 0 o} 0 0 3 9 2 2 0 1 1 1 0 0 0
HBEAILRITIAILAE B 0 0 0 0 0 1 2 2 0 4 0 2 0 1 0
MAE 7 0 0 0 0 0 0 0 0 1 1 1 1 0 2 0
E:] 0 0 0 0 2 5 0 2 0 1 1 0 1 0 0
LEIDO-T
7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
. 2} 0 0 0 0 1 3 4 2 2 1 1 1 1 1 0
THERRRME
7 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0

00000000000 0DOO0O0DDO:020~24010040~440 20

(188 6 hARDRETEREE (2023498 ~202442A) )

4880 S =T REMIE
55+ 12 3
50 114
45 10
40 9
35 8
& &
i 30 i
i) 6
B Bt 5+
20
44
15 3
10+ 2
54 14
0+ 0
0 yoh 5~9®,Ais,,\%o,,7_%591930“3%5@%,,AiBHA%QNBDéBNs%QHa%BNe‘) 10~
il
W EE W
KREI>>O-X
123 I
22
11+
20
10+
18
94
16
8-
&5 5 £ 14
N M
6 =
m .r“vm(-u 10 4
Bt 5 B
4+ 8
3 6
24 4 4
14 24
0+ | 0

TEERANILARZ DA )L AEEAE

2

T
0 4ok 5~9®,Misﬂx%Hlélsp,l%wa%s“a%wAis,,A%oﬂsgsﬂs%Qﬁa%sﬂe‘% 70~
S
i
H B W2t

T T T
M &HA sﬂg\’oﬁﬂ

N 5~9®M{5A‘5 o2 0233

70~ H

O O O O o o o o

A

B sE Wt

IERIREYIE

T
45305 B0 M B0

H Bt W

A
HAAS

'“A‘gg() 55

ok

ooooobooo@Eoobooo)yoboooboobo@Eouoobooboo)yoooooo
0000000 00 0000000 0 OMRSAD OO0 120:300390 0100600690 04000100700 000500010

gbooboboboooooooon
gboobooooooooon

iR

~5%0e0%sne 107
i


083316
タイプライターテキスト
27巻号（№305）
2024年3月発行

083316
タイプライターテキスト
《その他感染症情報》トリコモナス膣炎:：20~24歳1例、40~44歳2例

083316
タイプライターテキスト
＜報告＞基幹定点(設置定点数３)からの月報対象疾病(薬剤耐性菌感染症)（２月分集計）

083316
タイプライターテキスト
・ﾒﾁｼﾘﾝ耐性黄色ﾌﾞﾄﾞｳ球菌（MRSA）感染症12例:30～39歳男1例、60～69歳男4例・女1例、70歳以上男5例・女1例
・ペニシリン耐性肺炎球菌感染症0例
・薬剤耐性緑膿菌感染症0例
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{8 i) NHER S J OV B D OB} PRI FET A SR B (W) )
B4 1A 2H ail P4 1A 2H ail TR 1A 2A
Campylobacter jejuni 10 8 8 Haemophilus influenzae 15 8 23 Candida albicans 41 45 86
Campylobacter jejuni/coli 4 3 7 Streptococcus A 10 7 17 Chlamydia trachomatis 3 4 7
Escherichia coli , Z D1t 1 0 1 Streptococcus pneumoniae 9 6 15 Neisseria gonorrhoeae 0 1 1
Plesiomonas shigelloides 1 0 1 [ 34 21 55 Streptococcus B 53 48 101
Salmonella_ 04 0 1 1 RA{E 568 612 1180 e 97 98 195
Salmonella_ 09 1 0 1 IR R 600 616 1216
Staphylococcus aureus 8 2 10 JR
[ 25 14 39 i 1A 2H i ST S. aureus DGR
A 312 298 610 Acinetobacter spp. 2 0 2 i 1H 2H &t

Candida albicans 46 64 110 MRSA 6 1 7
i (TALR) Enterobacter spp. 28 21 49 & [ MssA 2 1 3
AN AL, 14 2A Gk Enterococcus spp. 332 329 661 @ AF VR 0 0 0
adenovirus 40/41 2 0 2 Escherichia coli 596 544 1140 i 8 2 10
norovirus #£ B 44 40 84 Klebsiella pneumoniae 160 143 303 S. aureus 8 2 10
rotavirus 1 0 1 Klebsiella aerogenes 17 12 29 MRSA 4 2 6
[ 47 40 87 Pseudomonas aeruginosa 78 69 147 e MSSA 6 7 13
A 249 324 573 Staphylococcus aureus 79 54 133 % AF VR 0 0 0

Staphylococcus =27 77— PRk 219 196 415 s 10 9 19
& () W 1557 1432 2989 S. aureus 10 9 19
J 4 [ A [ 27 [ && | A 3130 2801 5931 MRSA 0 0 0
A5 [ 6] 4] 10 ] g [MSSA 0 0 0

i e [ 2T R 0 0 0
ZERIIR (MK, MK, BISiRZRE) B4 1A 2H foxiis it 0 0 0
HE4L 14 24 ail Anaerobes 33 39 72 S. aureus 0 0 0
Anaerobes 28 24 52 Escherichia coli 126 135 261 MRSA 35 21 56
Escherichia coli 26 23 49 Enterobacter spp. 9 9 18 MSSA 44 33 77
Enterobacter spp. 5 9 14 Haemophilus influenzae 2 1 3 TR AT LU KRR 0 0 0
Klebsiella pneumoniae 11 9 20 Klebsiella pneumoniae 47 41 88 it 79 54 133
Klebsiella aerogenes 1 3 4 Klebsiella aerogenes 4 2 6 S. aureus 79 54 133
Pseudomonas aeruginosa 3 11 14 Listeria monocytogenes 2 1 3 MRSA 21 29 50
Staphylococcus aureus 10 9 19 Pseudomonas aeruginosa 15 14 29 I MSSA 43 56 99
Staphylococcus 227777 —Ekatk 7 9 16 Salmonella spp. 0 1 1 e AF UK 0 0 0
Streptococcus pneumoniae 1 0 1 Staphylococcus aureus 64 85 149 i 64 85 149
[P 92 97 189 Staphylococcus =777 — PRk 115 112 227 S. aureus 64 85 149
A 403 400 803 Streptococcus B 11 3 14 MRSA 132 123 255

Streptococcus pneumoniae 8 5 13 W MSSA 162 135 297
UK e 436 448 884 % AT LU KRR 0 0 0
VA 14 24 &t [T 7930 7103 15033 a2t 294 258 552
Escherichia coli 1 0 1 S. aureus 300 258 558
Streptococcus pneumoniae 0 1 1 WEIR, RE W R L OV T SEN DO EL MRSA 198 176 374
AR 1 1 2 B4 1A 24 ot & | _MSSA 257 232 489
A 187 151 338 Anacrobes 36 49 85 At ATV KA 0 0 0

Haemophilus influenzae 87 51 138 st 455 408 863

Klebsiella pneumoniae 145 102 247

Legionella pneumophila 0 1 1

Mycobacterium tuberculosis 29 22 51

Pseudomonas aeruginosa 126 122 248

Staphylococcus aureus 300 258 558

Streptococcus A 1 4 5

Streptococcus B 27 21 48

Streptococcus pneumoniae 28 26 54

[k 779 656 1435

AL 2376 2425 4801
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