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083316
タイプライターテキスト
《その他感染症情報》トリコモナス膣炎　20～24歳 2例、40～44歳 1例
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JRIEET e SR B (W) ¥
GHE4 24 3A 44 &t
Candida albicans 31 41 33 142
Chlamydia trachomatis 9 3 3 18
Streptococcus B 51 53 36 215
[PAERs 91 97 72 375
AT 597 668 496 2313
HiHi&hiz S. aureus DR
R4 24 3A 44 &t
MRSA 4 3 2 11
* MSSA 1 2 3 10
16 AF VKA 0 0 0 0
it 5 5 5 21
S. aureus 5 5 5 21
MRSA 2 2 2 9
%= MSSA 2 5 9 19
[ IPER T 0 0 0 0
i 4 7 11 29
S. aureus 4 7 11 28
MRSA 0 0 0 0
B MSSA 0 0 0 0
it AF VKA 0 0 0 0
it 0 0 0 0
S. aureus 0 0 0 0
MRSA 31 24 22 105
MSSA 48 39 27 156
;3 ATV AR 0 0 0 0
it 79 63 49 265
S. aureus 79 63 49 261
MRSA 17 20 19 77
i MSSA 48 41 28 167
it AF VKA 0 0 0 0
it 65 61 47 244
S. aureus 65 61 47 244
MRSA 132 129 111 546
Wi MSSA 124 130 79 477
% AF UV RRA 0 0 0 0
it 256 259 190 1023
S. aureus 256 259 190 1023
MRSA 186 178 156 748
& MSSA 223 217 146 829
it AT V)RR 0 0 0 0
i 409 395 302 1577

SR

FE4 24 3A 44 &t
Acinetobacter spp. 1 3 2 9
Candida albicans 65 98 56 286
Enterobacter spp. 25 28 17 97
Enterococcus_spp. 285 348 207 1108
Escherichia coli 524 600 429 2179
Klebsiella pneumoniae 104 126 101 450
Klebsiella aerogenes 17 14 5 53
Pseudomonas aeruginosa 83 84 64 321
Staphylococcus aureus 79 63 49 261
Staphylococcus =17 77—tk 179 229 76 688
[ILiE 1362 1593 1006 5452
A I H 2674 2912 2174] 10746
Jukjd

B4, 24 34 41 ik
Anaerobes 28 27 27 108
Escherichia coli 134 145 133 571
Enterobacter spp. 3 5 6 16
Haemophilus influenzae 3 4 0 9
Klebsiella pneumoniae 44 46 32 156
Klebsiella aerogenes 4 8 2 15
Listeria monocytogenes 0 0 0 1
Pseudomonas aeruginosa 4 13 10 40
Staphylococcus aureus 65 61 47 244
Staphylococcus =7 77— Bk 105 106 76 411
Streptococcus B 5 8 5 26
Streptococcus pneumoniae 0 5 0 13
[ 395 428 338 1610
AT 6251 6884 5611 ] 25732
IR, SR R 48 SOV F Rl H OB E

R4 24 3A 44 &t
Anaerobes 18 20 23 86
Haemophilus influenzae 37 71 48 204
Klebsiella pneumoniae 82 67 71 328
Legionella pneumophila 0 2 0 2
Mycobacterium tuberculosis 19 29 12 82
Pseudomonas aeruginosa 86 111 73 382
Staphylococcus aureus 256 259 190 1023
Streptococcus A 1 2 1 5
Streptococcus B 18 18 11 80
Streptococcus pneumoniae 22 23 23 103
i3 539 602 452 2295
A T H 2134 2102 1793 8243
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[EiiEa 21 3A 471 At
Aeromonas sobria 1 0 0 1
Bacillus cereus 0 0 1 1
Campylobacter jejuni 8 17 5 39
Campylobacter coli 0 0 1 1
Campylobacter jejuni/coli 1 0 2 5
Salmonella_O4 0 1 0 1
Salmonella_O7 0 0 1 1
Salmonella_09 0 0 0 1
Salmonella #EAH] 0 0 1 1
Staphylococcus aureus 5 5 5 21
e 15 23 16 72
TR 309 363 264 1270
f# (ALR)

AR 2H 34 41 &t
adenovirus 40/41 1 1 1 5
norovirus G2 10 0 0 12
norovirus FEARH] 6 22 3 41
rotavirus 0 0 1 6
[ 17 23 5 64
BRAT 167 222 78 588
fi ()
S 2H 3 44 &b
Entamoeba histolytica 0 1 0 1
[ 0 1 0 1
BRAT 1 6 3 15
Zefilite (7K, UK, BARfRZRE)

B4 2H 3 44 &t
Anacrobes 33 49 15 115
Escherichia coli 22 23 19 85
Enterobacter spp. 5 2 10 23
Klebsiella pneumoniae 10 22 7 51
Klebsiella aerogenes 3 2 4 9
Mycobacterium spp. 0 0 1 1
Pseudomonas aeruginosa 3 7 5 16
Staphylococcus aureus 4 7 11 28
Staphylococcus 217777 — B &tk 4 8 5 22
Streptococcus pneumoniae 0 0 0 2
[l 84 120 77 352
TR 379 399 368 1555
kL

B4 25 3H 44 &t
Escherichia coli 1 0 0 3
Haemophilus influenzae 0 0 0 1
[ 1 0 0 4
BRAT 143 117 114 506
VAT FS KON IRTE N HOR L

B4 2H 3 44 EEr
Haemophilus influenzae 11 12 18 47
Streptococcus A 1 4 3 9
Streptococcus pneumoniae 2 7 3 17
[ 14 23 24 73
R 485 617 560 2181
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