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B4 1A 2H 3A &t T4 1A 2H 3A &t T4 1A 24 3A &t
Aeromonas sobria 0 1 0 1 Acinetobacter spp. 3 1 3 7 Candida albicans 37 31 41 109
Campylobacter jejuni 9 8 17 34 Candida albicans 67 65 98 230 Chlamydia trachomatis 3 9 3 15
Campylobacter jejuni/coli 2 1 0 3 Enterobacter spp. 27 25 28 80 Streptococcus B 75 51 53 179
Salmonella 04 0 0 1 1 Enterococcus_spp. 268 285 348 901 [ iR 115 91 97 303
Salmonella_09 1 0 0 1 Escherichia coli 626 524 600 1750 TR 552 597 668 1817
Staphylococcus aureus 6 5 5 16 Klebsiella pneumoniae 119 104 126 349
R 18 15 23 56 Klebsiella aerogenes 17 17 14 48 HHEhz S aureus DNER
A 334 309 363 1006 Pseudomonas aeruginosa 90 83 84 257 ERi4 1 25 34 A%t
Staphylococcus aureus 70 79 63 212 MRSA 2 4 3 9
{f (TAL2) Staphylococcus =7 75— P Ratk 204 179 229 612 5o [ MSsA 4 1 2 7
AN AL 14 25 3A aat FhtE% 1491 1362 1593 4446 ® AF VR 0 0 0 0
adenovirus 40/41 2 1 1 4 B 2986 2674 2912 8572 Bt 6 5 5 16
norovirus G2 2 10 0 12 S. aureus 6 5 5 16
norovirus £ RH 10 6 22 38 1 MRSA 3 2 2 7
rotavirus 5 0 0 5 AR 14 2A 3H aalk P MSSA 3 2 5 10
%L 19 17 23 59 Anaerobes 26 28 27 81 gj ATV KRR 0 0 0 0
A 121 167 222 510 Escherichia coli 159 134 145 438 it 7 4 7 18
Enterobacter spp. 2 3 5 10 S. aureus 6 4 7 17
18 (JFEd) Haemophilus influenzae 2 3 4 9 MRSA 0 0 0 0
JR A ] 2 3H P Klebsiella pneumoniae 34 44 46 124 B MSSA 0 0 0 0
Entamoeba histolytica 0 0 1 1 Klebsiella aerogenes 1 4 8 13 ?& AF VR 0 0 0 0
[ 0 0 1 1 Listeria monocytogenes 1 0 0 1 Bt 0 0 0 0
A 5 1 6 12 Pseudomonas aeruginosa 13 4 13 30 S. aureus 0 0 0 0
Staphylococcus aureus 71 65 61 197 MRSA 28 31 24 83
2RI (K, HEK, Bffii7eE) Staphylococcus =777 —Patk 124 105 106 335 MSSA 42 48 39 129
EfE4 15 2A 3H P Streptococcus B 8 5 8 21 R AF VAR 0 0 0 0
Anaerobes 18 33 49 100 Streptococcus pneumoniae 8 0 5 13 it 74 79 63 216
Escherichia coli 21 22 23 66 [ 449 395 428 1272 S. aureus 70 79 63 212
Enterobacter_spp. 6 5 2 13 TR 6986 6251 6884 20121 MRSA 21 17 20 58
Klebsiella pneumoniae 12 10 22 44 o MSSA 50 48 41 139
Klebsiella aerogenes 0 3 2 5 W, SRS B LN F RGN DO E W AF LV RMRAE 0 0 0 0
Pseudomonas aeruginosa 1 3 7 11 ERiva 1A 2 3H et i 71 65 61 197
Staphylococcus aureus 6 4 7 17 Anaerobes 25 18 20 63 S. aureus 71 65 61 197
Staphylococcus =27 77 —Patk 5 4 8 17 Haemophilus influenzae 48 37 71 156 MRSA 174 132 129 435
Streptococcus pneumoniae 2 0 0 2 Klebsiella pneumoniae 108 82 67 257 W MSSA 144 124 130 398
[ 71 84 120 275 Legionella pneumophila 0 0 2 2 o AF VR 0 0 0 0
A 409 379 399 1187 Mycobacterium tuberculosis 22 19 29 70 4 it 318 256 259 833
Pseudomonas aeruginosa 112 86 111 309 S. aureus 318 256 259 833
iR Staphylococcus aureus 318 256 259 833 MRSA 228 186 178 592
P4 1A 25 3A &t Streptococcus A 1 1 2 4 5 MSSA 243 223 217 683
Escherichia coli 2 1 0 3 Streptococcus B 33 18 18 69 B AF VR 0 0 0 0
Haemophilus influenzae 1 0 0 1 Streptococcus pneumoniae 35 22 23 80 Bt 471 409 395 1275
[IE%S 3 1 0 4 A% 702 539 602 1843
A 132 143 117 392 A 2214 2134 2102 6450
NAEEFS KON ATED D OB £}
PR 4 14 2 3 aat
Haemophilus influenzae 6 11 12 29
Streptococcus A 1 1 4 6
Streptococcus pneumoniae 5 2 7 14
[IE%= 12 14 23 49
A 519 485 617 1621
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